Hypothesis

« The topsoil will exhibit more bacterial diversity due to exposure to plant detritus, human foot traffic, and insect activity and the subsoil will host fewer bacterial species
due to limited exposure to these factors.
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Figure ZTaxonomic diversity data at the species level displaying
individual OTUs seen in all 5 samples and the positive control.
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The objective of this experiment was to analyze soil samples to determine if bacterial
diversity varied by soil depth.
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Figure 3V4 fragment of the 16s rRNAbacterial barcode gene amplified via PCR in the study
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Figure 1. 2D model of soil depths sampled in the study

Discussion

Temperate forests like the Wissahickon Valley Park have large amounts of
organic matter in their soil layers due to the tons of leaf litter per hectare
which fall yearly.

Food sources such as this are expected to be concentrated on the surface
and decrease as soil depth increases®.
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Table 1. Total counts of operational taxonomic units (OTU), reads, and the Shannon diversity index for each of 5 soil
samples and the positive control. OTU counts and reads retrieved from DNA Subway level 7 taxonomic diversity; Diversity
index retrieved from R using ggplot?2.
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